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Germany (moved from Max Planck Institute for Molecular Genetics) 
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Invited reviewer for various scientific journals (e.g. Bioinformatics, BMC Systems Biology, 
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Conference talks 
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2007, the 7th Annual International Workshop on Bioinformatics and Systems Biology, Tokyo 
2006, 1st Workshop of Yeast Systems Biology Network, Viena 
2006, 3rd ENFIN Workshop and 1st BacReactome Workshop: Systems-level Modelling, 
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